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4 <110> APPLICANT: Friddle, Carl Johan 

5 Aylor, Erin 

6 Walke, D. Wade 

8 <120> TITLE OF INVENTION: Novel Human Thrombospondin Repeat 

9 Proteins and Polynucleotides Encoding the Same 
12 <130> FILE REFERENCE: LEX-0290-USA 

C--> 14 <140> CURRENT APPLICATION NUMBER: US/10/022,710 
C — > 14 <141> CURRENT FILING DATE: 2001-12-13 

14 <150> PRIOR APPLICATION NUMBER: US 60/259,033 

15 <151> PRIOR FILING DATE: 2000-12-28 
17 <160> NUMBER OF SEQ ID NOS : 7 

19 <170> SOFTWARE: FastSEQ for Windows Version 4.0 

21 <210> SEQ ID NO: 1 

22 <211> LENGTH: 4398 

23 <212> TYPE: DNA 

24 <213> ORGANISM: homo sapiens 

26 <400> SEQUENCE: 1 

27 atggtgcgct gcattcagaa gctgaaccga actgtggttg caaatgaaat atgcgaacac 60 

28 tttgcccttc agcctcctac agaacaggct tgcctcattc cttgtccccg ggattgtgta 120 

29 gtatctgagt tcttaccatg gtccaactgt agcaagggat gtgggaagaa attgcagcat 180 

30 agaactcgcg cggtcatagc tccccctctc tttggtggtt tgcaatgtcc aaatctgact 240 

31 gagtcaagag cctgtgatgc tcccatttcc tgtcctcttg gggaagagga atatacattt 

32 agccttaagg ttggaccatg gagtaaatgc agactgcctc atcttaaaga aattaatcca 

33 agcggaagaa ctgttctgga ttttaactct gattcaaatg agcgagtcac ctttaaacat 420 

34 caaagttaca aagcacatca tcattcgaag tcttgggcaa tagagatagg ttatcaaacc 480 

35 cggcaggttt cgtgtacaag aagtgatgga caaaatgcta tgttaagcct ttgccttcaa 

36 gattccttcc cattgactgt tcagtcctgc atcatgccca aagactgtga aacctcccag 

37 tggtcctcct ggagcccctg ctccaagaca tgccgttcag ggagtctctt gccaggattt 660 

38 aggagcagga gccggaacgt gaagcacatg gctattggag gtggaaagga gtgtcctgaa 720 

39 cttcttgaga aagaggcctg cattgttgaa ggagaacttc tgcagcaatg tcccaggtat 780 

40 tcctggagaa cttctgaatg gaaagaatgc caagtctctc tcctcctcga gcagcaggat 840 

41 ccccactggc atgtgacggg acccgtgtgt ggcggtggga tccagacccg ggaggtgtac 900 

42 tgtgcccaga gcgtaccagc agctgccgca ctgagggcca aggaagtctc tagacctgtg 960 
4 3 gaaaaggcat tatgtgtggg acccgccccg ttgccctctc agctctgcaa tatcccttgc 1020 

44 tctacggact gcatagtatc ttcctggtca gcctggggcc tgtgcatcca tgaaaactgt 1080 

45 catgaacctc aggggaaaaa aggatttaga acgaggcagc gccatgtcct catggaatct 1140 

46 acagggcctg cagggcattg ccctcatttg gtggagtctg ttccttgtga ggatccaatg 1200 

47 tgctaccgat ggctggcatc agaagggatc tgtttccctg atcatggaaa atgtggcctg 1260 
4 8 ggacatcgta ttctgaaggc cgtctgccag aatgaccgcg gagaagatgt atcagggagt 1320 

49 ctttgcccag ttccccctcc tcctgagagg aagtcttgtg aaattccctg ccgaatggac 1380 

50 tgtgtgctga gcgagtggac ggagtggtca tcctgttccc agtcctgttc aaataaaaac 1440 

51 tcagatggga aacagaccag gtcaagaact atcctggcac tggctgggga aggtggaaag 1500 

52 ccatgtcccc ctagtcaggc tctccaagag catcgtttgt gtaatgacca ttcctgtatg 1560 

53 cagcttcact gggagacatc gccttggggc ccttgttctg aggacacatt ggtaactgcc 1620 

54 cttaatgcaa ccattggctg gaatggagaa gccacgtgtg gtgtaggcat tcagactcgg 1680 

55 agagtcttct gtgtcaagag tcacgtggga caagtaatga ccaaaagatg tccagattct 1740 

56 actcgacctg aaactgtgcg cccctgtttt ctcccatgca aaaaagactg tattgtgact 1800 
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57 gctttcagtg agtggacacc ctgcccaagg atgtgccaag caggaaatgc cacagtaaaa 1860 

58 cagtctcgat acagaatcat catccaagaa gcagccaatg gaggccagga atgcccagat 1920 

59 accttatatg aggagagaga gtgtgaagat gtttccttgt gtcctgtata tcggtggaag 1980 

60 ccacagaaat ggagcccttg catcttagtg ccagagtctg tctggcaggg aataacgggc 2040 

61 agcagtgaag cctgtggaaa ggggttacaa acaagagctg tctcatgcat ctctgatgac 2100 

62 aaccggtcag cagaaatgat ggaatgcctc aagcagacaa acggcatgcc tctccttgtg 2160 

63 caagaatgca cagtcccatg tcgagaagac tgcaccttca ctgcttggtc caagtttacg 2220 

64 ccctgctcca cgaactgtga agccacaaaa agtaggcggc gacagctcac agggaaaagc 2280 

65 agaaagaagg agaaatgcca ggattctgac ctttaccctc tagtggagac agaactatgt 2340 

66 ccttgtgatg aatttatatc ccaaccttat ggaaactggt cagattgcat tcttccagaa 2400 

67 ggcagaaggg agcctcaccg aggactgcgg gtacaagcag acagcaaaga atgtggagaa 2460 

68 ggcctgcgct ttcgagcagt agcctgttct gataaaaatg gaagacctgt tgacccctcc 2520 

69 ttctgcagca gctctggtta cattcaagaa aaatgtgtca ttccctgccc atttgattgc 2 580 

70 aagttaagcg attggtctag ttgggggtct tgcagttcat cttgtggaat tggagtgaga 2640 

71 attcgatcca aatggctaaa agaaaaacct tacaatggag gacgaccatg tcccaaactg 2700 

72 gatctcaaga atcaggtaca tgaggcagtc ccatgttaca gtgagtgcaa tcagtattcc 2760 

73 tgggttgtag aacactggtc ttcatgcaaa atcaacaatg agctgaggtc cctgcgctgt 2820 

74 ggaggaggaa cacaatctag gaaaatcaga tgtgtgaata ctgcggatgg tgaaggtgga 2880 

75 gcagtggata gcaacctgtg caaccaggat gaaattcccc cagaaaccca gtcctgttct 2940 

76 cttatgtgtc ccaatgagtg tgtcatgtct gagtggggac tttggagcaa atgcccacag 3000 

77 tcatgcgatc cccacacaat gcagagaaga actcgccacc tgctaagacc atcactgaac 3060 

78 tcaaggactt gtgctgaaga ctcacaggtg cagccttgcc tcctgaatga aaattgcttc 3120 

79 cagttccagt acaatctaac agagtggagc acatgccagc tgagtgaaaa cgcaccctgt 3180 

80 ggtcaaggcg tcaggacccg cctgctaagc tgtgtgtgca gtgatggcaa gccagtcagc 3240 

81 atggaccaat gtgagcagca taatttggag aagccccaga gaatgagcat tccctgcttg 3300 

82 gtggaatgcg tggtcaactg tcagctctca gggtggacgg cttggacaga gtgttcacag 3360 

83 acctgtggcc atggaggtcg aatgagccgg actcgattta tcattatgcc aacccaagga 3420 

84 gaaggacggc catgccccac agagcttacc caggagaaaa cctgcccagt gaccccctgc 3480 

85 tacagctggg tccttggcaa ctggtctgca tgtaaattgg agggtggaga ctgtggggaa 3540 

86 ggagttcaga tccgcagcct ttcctgcatg gtccacagtg gttcaatatc tcatgcagct 3600 

87 ggacgtgtcg aggatgcact gtgtggagaa atgccctttc aggacagcat cctgaagcag 3660 

88 ctgtgttctg tgccttgccc aggagactgc catttaacag aatggtcaga gtggagcaca 3720 

89 tgtgaattaa cctgcattga tggaagaagc tttgagactg tgggccgcca gtctagatca 3780 

90 aggactttta taattcagtc ttttgagaac caagacagct gcccccaaca ggttctagaa 3840 

91 acacgccctt gtacaggagg caaatgttat cactacacat ggaaagcaag tctttggaac 3900 

92 aataacgaac gaactgtatg gtgccagcgt tcagatggcg ttaatgtcac aggaggctgc 3960 

93 tcccctcagg cccgtcctgc tgccattcgg cagtgcattc cagcctgcag aaaacctttc 4020 

94 tcctactgta cacagggtgg agtctgtggt tgtgagaagg gctatacaga gataatgaaa 4080 

95 tcaaatggtt tcctggatta ctgcatgaaa gtaccaggct cagaggataa aaaagctgat 4140 

96 gtgaaaaacc tttctgggaa aaacagacct gtgaattcaa aaatacatga tatttttaaa 4200 

97 ggatggtctc ttcaaccact tgatccagat ggccgagtaa aaatttgggt ttatggcgtt 4260 

98 tcaggtggcg cttttctcat catgattttc ctaatattta cttcctacct tgtttgcaag 4320 

99 aagccaaaac cacatcaaag cacacctccc caacagaagc ctctgacctt agcctacgat 4380 

100 ggagacttag acatgtaa 4398 

102 <210> SEQ ID NO: 2 

103 <211> LENGTH: 1465 

104 <212> TYPE: PRT 

105 <213> ORGANISM: homo sapiens 
107 <400> SEQUENCE: 2 
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206 Phe lie Ser Gin Pro Tyr Gly Asn Trp Ser Asp Cys lie Leu Pro Glu 

207 785 790 795 800 

208 Gly Arg Arg Glu Pro His Arg Gly Leu Arg Val Gin Ala Asp Ser Lys 

209 805 810 815 

210 Glu Cys Gly Glu Gly Leu Arg Phe Arg Ala Val Ala Cys Ser Asp Lys 

211 820 825 830 

212 Asn Gly Arg Pro Val Asp Pro Ser Phe Cys Ser Ser Ser Gly Tyr lie 

213 835 840 845 

214 Gin Glu Lys Cys Val He Pro Cys Pro Phe Asp Cys Lys Leu Ser Asp 

215 850 855 860 

216 Trp Ser Ser Trp Gly Ser Cys Ser Ser Ser Cys Gly He Gly Val Arg 

217 865 ' 870 875 880 

218 He Arg Ser Lys Trp Leu Lys Glu Lys Pro Tyr Asn Gly Gly Arg Pro 

219 885 890 895 

220 Cys Pro Lys Leu Asp Leu Lys Asn Gin Val His Glu Ala Val Pro Cys 

221 900 905 910 

222 Tyr Ser Glu Cys Asn Gin Tyr Ser Trp Val Val Glu His Trp Ser Ser 

223 915 920 925 

224 Cys Lys He Asn Asn Glu Leu Arg Ser Leu Arg Cys Gly Gly Gly Thr 

225 930 935 940 

226 Gin Ser Arg Lys He Arg Cys Val Asn Thr Ala Asp Gly Glu Gly Gly 

227 945 950 955 960 

228 Ala Val Asp Ser Asn Leu Cys Asn Gin Asp Glu He Pro Pro Glu Thr 

229 965 970 975 

230 Gin Ser Cys Ser Leu Met Cys Pro Asn Glu Cys Val Met Ser Glu Trp 

231 980 985 990 

232 Gly Leu Trp Ser Lys Cys Pro Gin Ser Cys Asp Pro His Thr Met Gin 

233 995 1000 1005 

234 Arg Arg Thr Arg His Leu Leu Arg Pro Ser Leu Asn Ser Arg Thr Cys 

235 1010 1015 1020 

2 36 Ala Glu Asp Ser -Gin Val Gin Pro Cys Leu Leu Asn Glu Asn Cys Phe 

237 1025 1030 1035 1041 

238 Gin Phe Gin Tyr Asn Leu Thr Glu Trp Ser Thr Cys Gin Leu Ser Glu 

239 1045 1050 1055 

240 Asn Ala Pro Cys Gly Gin Gly Val Arg Thr Arg Leu Leu Ser Cys Val 

241 1060 1065 1070 

242 Cys Ser Asp Gly Lys Pro Val Ser Met Asp Gin Cys Glu Gin His Asn 

243 1075 1080 1085 

244 Leu Glu Lys Pro Gin Arg Met Ser He Pro Cys Leu Val Glu Cys Val 

245 1090 1095 1100 

246 Val Asn Cys Gin Leu Ser Gly Trp Thr Ala Trp Thr Glu Cys Ser Gin 

247 1105 1110 1115 1121 

248 Thr Cys Gly His Gly Gly Arg Met Ser Arg Thr Arg Phe He He Met 

249 1125 1130 1135 

250 Pro Thr Gin Gly Glu Gly Arg Pro Cys Pro Thr Glu Leu Thr Gin Glu 

251 1140 1145 1150 

252 Lys Thr Cys Pro Val Thr Pro Cys Tyr Ser Trp Val Leu Gly Asn Trp 

253 1155 1160 1165 

254 Ser Ala Cys Lys Leu Glu Gly Gly Asp Cys Gly Glu Gly Val Gin He 




detected In the Sequence Listing. 
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VERIFICATION SUMMARY DATE: 01/10/2002 

PATENT APPLICATION; US/10/022,710 TIME: 14:42:06 

Input Set : A;\LEX-0290-USA SEQLIST.txt 
Output Set: N:\CRF3\01102002\J022710.raw 

L:14 M:270 C: Current Application Number differs, Replaced Current Application No 
L:14 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:898 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:7 
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